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Figure 1 
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Figure 3 

MDKSDLTETSRIKHGEEAFDVTLLQVKGATRCILFAAGLGGSPLRHLELLQ 
TFARHGVSVVAPHFERLTSPVPTRAELLERCQRLARAQNEFCSGYASVTGV 
GHSLGSVILLLNAGAIAMTSAGESWFAGDRMLHRLILLAPPADFFQAPSA 
LAAVNVP VH I WAGEKDS LT P P S QAC FLKQALEGYTQT YLCVMEE AGH FT FM 
NTLPPQVTDSHPSREAFLLDLGENIARLVTD 

Figure 4 

AT GGAC AAAA.GT GAT C T CACGGAAAC GT CT C GGAT C AAAC AT GGGGAAGAG 
GCGTTTGACGTCACCTTATTGCAGGTTAAGGGGGCGACGCGCTGTATCCTT 
TTTGCTGCGGGGCTGGGCGGCAGTCCGCTGCGCCATCTTGAACTTCTCCAG 
ACCTTTGCCCGCCATGGCGTTTCCGTTGTCGCGCCACACTTTGAACGGTTG 
ACCTCACCCGTGCCCACCAGAGCTGAATTACTGGAACGCTGCCAGCGGCTT 
GCGCGGGCTCAGAATGAATTTTGTAGCGGTTATGCGTCGGTTACCGGTGTT 
GGCCACTCCCTGGGTAGCGTGATTTTATTGCTGAATGCCGGGGCTATAGCG 
ATGACAAGCGCAGGGGAATCGGTTGTTTTCGCCGGCGACCGGATGTTGCAT 
CGACTTATTTTACTGGCACCGCCCGCCGATTTTTTCCAGGCTCCGTCTGCG 
CT GGCAGCGGT GAACGT ACCT GT T C AC AT CT GGGCAGGT GAAAAGGAC AGC 
CTGACGCCCCCGTCCCAGGCCTGCTTTCTTAAACAGGCACTGGAGGGTTAC 
ACGCAGACTTATCTCTGTGTGATGGAAGAGGCCGGGCATTTTACCTTCATG 
AATACCTTGCCTCCGCAGGTAACCGATTCACATCCGTCGCGGGAGGCCTTT 
CTTTTAGATTTGGGCGAAAACATAGCCCGGCTGGTGACTGAT 



